Rotaviruses are one of the major etiological agents of acute viral gastroenteritis in children and in the young of a large number of animal species (5, 7) . Rotaviruses are classified into groups, and within each group they are further divided into serotypes based on their reactivities in plaque reduction or focus reduction neutralization assays using hyperimmune serum (6, 13, 27) . Eleven serotypes have been identified, and viruses classified in two of these serotypes (VP7 types 3 and 4) have been isolated from both humans and animals (6) . Neutralization assays evaluate antigenicity of the two outer capsid proteins, VP4 and VP7, which can both induce neutralizing antibody and segregate independently (12, 15, 17) . However, in most cases the predominant reactivity with hyperimmune serum is with the glycoprotein VP7. Therefore, the serotypes established by neutralization assays represent distinct VP7 types, which has been confirmed by the use of VP7-specific monoclonal antibodies (MAbs reduction assay (IPFRA) as being related to the swine The IPFRA (performed as described previously [14] ) was prototype serotype 5, OSU virus strain (14) . However, in repeated, using the Argentine porcine culture-adapted these previous IPFRA comparisons, only showed a one-way cross-reactivity with the human serotype 2 DS-1 strain and one-way cross-reactivities with OSU and the serotype 8 M69 strain. Reactivities in the IPFRA with the porcine OSU strain confirmed those shown previously (14) .
The fact that Po/C60 and Po/C86 in the fecal specimens reacted with MAbs for both VP7 types, 1 and 2, but that after plaque purification they reacted only with type 1 ( Table 1) probably indicates that these fecal samples were heterogeneous and also contained type 2 viruses that did not grow in MA104 cells. Type 2 viruses were present on the farm where C60 was isolated, since the type 2 Po/C134 viruses were isolated from the same farm 1 year later.
The serotype relationship of these porcine rotaviruses with more than one previously characterized serotype points out the importance of performing a complete serologic testing of any new potential virus serotype before assigning a serotype. In addition, these results highlight the increasing problems in classifying rotaviruses into discrete serotypes (1) . Because the two outer capsid proteins VP4 and VP7 both possess neutralizing epitopes and both can segregate independently, a dual classification system must be used (9, 12) .
Our present work with VP7 MAbs indicates that at least some of the cross-reactivity of these porcine strains with human serotypes 1 and 2 must be located on VP7, so Po/C60 and Po/C86 should be classified as VP7 type 1 and Po/C134 should be classified as VP7 type 2. Presumably, the two-way cross-reactions detected with the IPFRA reflect common epitopes on VP4 as well, but reagents are not yet available to classify types of VP4 (6) . Sequence analyses of genome segments 9 and 4 of these strains are expected to reveal regions which confirm the serologic reactivities found here (10, 11) . This information should also improve our understanding of the relationship between swine and human strains.
Porcine rotaviruses sharing serotype antigenicity with human serotypes 3 and 4 (based on two-way cross-reactivities) and with serotype 8 (based on a one-way reactivity) have been described previously (13, 14, 16, 20) . Ours is the first report of any animal rotaviruses with serotype 1 and 2 specificities. In this study, 11 of the 25 fecal samples tested were VP7 type 1 or 2. Taken together, these results indicate that pigs and humans share five (1, 2, 3, 4, and 8) rotavirus serotypes (only human serotype 9 has not yet been reported in pigs).
Rotaviruses from humans and pigs have several interesting similarities. For example, humans and swine are the species in which the greatest number of non-group A rotaviruses have been isolated (4, 19, (22) (23) (24) . In addition, most animal rotaviruses belong to subgroup I, while human viruses containing subgroup I and Il or containing I or Il or neither of these subgroups have been described (12) . However, the Gottfried strain isolated from a piglet belongs to subgroup Il (13) , and other porcine rotaviruses belonging to subgroup Il or to neither subgroup I nor Il have recently been described (14) . Our results suggest that human and porcine rotaviruses may share evolutionary processes in nature and that porcine strains may be able to infect humans or vice versa. If epizootic transmission were common, the development of effective vaccine programs, particularly in rural settings, could be impeded. The information described in this report suggests that further characterization of animal rotaviruses using rapid MAb-based ELISAs will be useful to more fully understand the relationships between animal and human viruses. 
